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X ACAGTGTGGGAGATGGCGGAACCACTGAGGGGACGTGGTCCGAGGTCC 
TGTCACACCCTCTACCGCCTTGGTGACTCCCCTGCACCAGGCTCCAGG 
MAEPLRGRGPRS 

CGCGGTGGCCGAGGCGCTCGGAGAGCCCGAGGCGCCCGTGGCCGGTGT 
GCGCCACCGGCTCCGCGAGCCTCTCGGGCTCCGCGGGCACCGGCCACA 
RGGRGARRARGARGRC 

CCTCGCGCCCGGCAGTCTCCGGCTAGGCTCATTCCAGACACCGTGCTT 
GGAGCGCGGGCCGTCAGAGGCCGATCCGAGTAAGGTCTGTGGCACGAA 
PRARQS PAR L I P D T V L 

GTGGACTTGGTCAGTGACAGCGACGAAGAGGTCTTGGAAGTCGCAGAC 
CACCTGAACCAGTCACTGTCGCTGCTTCTCCAGAACCTTCAGCGTCTG 
VDLV SDSDE EVLEVAD 

CCAGTAGAGGTGCCGGTCGCCCGCCTCCCCGCGCCGGCTAAACCTGAG 
GGTCATCTCCACGGCCAGCGGGCGGAGGGGCGCGGCCGATTTGGACTC 
PVEVPVARLPAPAKPE 

CAGGACAGCGACAGTG^CAGTGAAGGGGCGGCCGAGGGGCCTGCGGGA 
GTCCTGTCGCTGTCACTGTCACTTCCCCGCCGGCTCCCCGGACGCCCT 
QDSDSDS EGAAEGPAG 

GCCCCGCGTACATTGGTGCGACGGCGGCGGCGGCGGCTGCTGGATCCC 
CGGGGCGCATGTAACCACGCTGCCGCCGCCGCCGCCGACGACCTAGGG 
APR TLVRRRRRRLLDP 

GGAGAGGCGCCGGTGGTCCCAGTGTACTCCGGGAAGGTACAGAGCAGC 
CCTCTCCGCGGCCACCAGGGTCACATGAGGCCCTTCCATGTCTCGTCG 
GEAPVVPVYSGKVQ'SS 

CTCAACCTCATTCCAGATAATTCATCCCTCTTGAAACTGTGCCCTTCA 
GAGTTGGAGTAAGGTCTATTAAGTAGGGAGAACTTTGACACGGGAAGT 
LNLIPDNSSLLKLCPS 

GAGCCTGAAGATGAGGCAGATCTGACAAATTCTGGCAGTTCTCCCTCT 
CTCGGACTTCTACTCCGTCTAGACTGTTTAAGACCGTCAAGAGGGAGA 
E PEDEADLTNSGSSPS 

GAGGATGATGCCCTGCCTTCAGGTTCTCCCTGGAGAAAGAAGCTCAGA 
CTCCTACTACGGGACGGAAGTCCAAGAGGGACCTCTTTCTTCGAGTCT 
EDDALPSGS PWRKKLR 
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$A0Q5^- TTCTTCACACTCTTTCTTCTTTTCTTTTACCTTCTCAAAGGCCTGGTC 
KKCEKEEKKMEEFPDQ 

GACATCTCTCCTTTGCCCCAACCTTCGTCAAGGAACAAAAGCAGAAAG 
CTGTAGAGAGGAAACGGGGTTGGAAGCAGTTCCTTGTTTTCGTCTTTC 
DISPLPQPSSRNKSRK 

CATACGGAGGCGCTCCAGAAGCTAAGGGAAGTGAACAAGCGTCTCCAA 
GTATGCCTCCGCGAGGTCTTCGATTCCCTTCACTTGTTCGCAGAGGTT 
HTEALQKLREVNKRLQ 

GATCTCCGCTCCTGCCTGAGCCCCAAGCAGCACCAGAGTCCAGCCCTT 
CTAGAGGCGAGGACGGACTCGGGGTTCGTCGTGGTCTCAGGTCGGGAA 
DLRSCLSPKQHQSPAL 

CAGAGCACAGATGATGAGGTGGTCCTAGTGGAAGGGCCTGTCTTGCCA 
GTCTCGTGTCTACTACTCCACCAGGATCACCTTCCCGGACAGAACGGT 
QSTDDEVVLVEGPVLP 

CAGAGCTCTCGACTCTTTACACTCAAGATCCGGTGCCGGGCTGACCTA 
GTCTCGAGAGCTGAGAAATGTGAGTTCTAGGCCACGGCCCGACTGGAT 
QSSRL FTLKIRCRADL 

GTGAGACTGCCTGTCAGGATGTCGGAGCCCCTTCAGAATGTGGTGGAT 
CACTCTGACGGACAGTCCTACAGCCTCGGGGAAGTCTTACACCACCTA 
VRLPVRMSE PLQNVVD 

CACATGGCGAATCATCTTGGGGTGTCTCCAAACAGGATTCTTTTGCTT 
GTGTACCGGTTAGTAGAACCCCACAGAGGTTTGTCCTAAGAAAACGAA 
HMANHLGVS PNR ILLL 

TTTGGAGAGAGTGAACTGTCTCCTACTGCCACCCCTAGTACCCTAAAG 
AAACCTCTCTCACTTGACAGAGGATGACGGTGGGGATCATGGGATTTC 
FGESE LSPTATPSTLK 

CTTGGAGTGGCTGACATCATTGATTGTGTGGTGCTAGCAAGCTCTTCA 
GAACCTCACCGACTGTAGTAACTAACACACCACGATCGTTCGAGAAGT 
LGVAD I IDCVVLASS S 

GAGGCCACAGAGACATCCCAGGAGCTCCGGCTCCGGGTGCAGGGGAAG 
CTCCGGTGTCTCTGTAGGGTCCTCGAGGCCGAGGCCCACGTCCCCTTC 
EATETSQELRLRVQGK 
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GAGAAACACCAGATGTTGGAGATCTCACTGTCTCCTGATTCTCCTCTT 
'CTTTGTGGTCTACAACCTCTAGAGTGACAGAGGACTAAGAGGAGAA 
EKHQMLEISLSPDSPL 



AAGGTTCTCATGTCACACTATGAGGAAGCCATGGGACTCTCTGGACAC 
TTCCAAGAGTACAGTGTGATACTCCTTCGGTACCCTGAGAGACCTGTG 
KVLMSHYEEAMGLSGH 

AAGCTCTCCTTCTTCTTTGATGGGACAAAGCTTTCAGGCAAGGAGCTG 
TTCGAGAGGAAGAAGAAACTACCCTGTTTCGAAAGTCCGTTCCTCGAC 
KLSFFFDGTKLSGKEL 

CCAGCTGATCTGGGCCTGGAATCCGGAGATCTCATCGAAGTCTGGGGC 
GGTCGACTAGACCCGGACCTTAGGCCTCTAGAGTAGCTTCAGACCCCG 
PADLGLESGDLI EVWG 



TGAAGCTCTCACCCTGTTCGGACGCAAAGCCAAGACATGGAGACAATA 
ACTTCGAGAGTGGGACAAGCCTGCGTTTCGGTTCTGTACCTCTGTTAT 



GCTCCCAATTTTATTATTGTGATTTTTCGCCCCATAAGGGCTAACAGA 
CGAGGGTTAAAATAATAACACTAAAAAGCGGGGTATTCCCGATTGTCT 



AACTGAATTAGAACTTGTTTACTTATTTATTTCTGGTGCTGGGGATTG 
TTGACTTAATCTTGAACAAATGAATAAATAAAGACCACGACCCCTAAC 



AACCCCAGACTATGCACATGCTAAGGATGTATGAAGTGGAGGCAAAAC 
TTGGGGTCTGATACGTGTACGATTCCTACATACTTCACCTCCGTTTTG 



CAAGGCATTACCTTTAGCCAGCCTCTAGTAGACTGTAGTGTCAAGCAA 
GTTCCGTAATGGAAATCGGTCGGAGATCATCTGACATCACAGTTCGTT 

GTGGCTACTTGGTAGTTGTGTGGCTCTGTGTATGTTTGTGCTGTATTT 
CACCGATGAACCATCAACACACCGAGACACATACAAACACGACATAAA 



GGCAGCCCCTGGGGCACATAGAAGGGACCTTGGCTTCCCTACCATTTC 
CCGTCGGGGACCCCGTGTATCTTCCCTGGAACCGAAGGGATGGTAAAG 
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ACGTTCGCTGGTGCCCTTTCCTTCATCAGATGACTTCTGTGAAGCTGC 
TGCAAGCGACCACGGGAAAGGAAGTAGTCTACTGAAGACACTTCGACG 
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CTATGTTGAGTGTGTTGAACTAAATGAGCTCTGCTTTGGGTGTCCAGG 
GATACAACTCACACAACTTGATTTACTCGAGACGAAACCCACAGGTCC 
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CCTGGGGTTTGTGCCGCAGTTGGAGCCAGCAGTGACTTCACTCTGACT 
GGACCCCAAACACGGCGTCAACCTCGGTCGTCACTGAAGTGAGACTGA 
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TGGGACTGAGAATGCATTTCCTGGTGGAGACACTCGGGTGCAGAAATA 
ACCCTGACTCTTACGTAAAGGACCACCTCTGTGAGCCCACGTCTTTAT 
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TAACAGAAGGTGACATACATGCTGAAGCTGAGGACTAGGTCGAAAGTT 
ATTGTCTTCCACTGTATGTACGACTTCGACTCCTGATCCAGCTTTCAA 
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AACGACGTTGCATTTTCAGCCTTGGGTATCCTCTCTGCCTGCCAGGAC 
TTGCTGCAACGTAAAAGTCGGAACCCATAGGAGAGACGGACGGTCCTG 
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TCTAGCCAGTGTCTGGTACACACTTCTTGGCATGGACACCTAGGTCGA 
AGATCGGTCACAGACCATGTGTGAAGAACCGTACCTGTGGATCCAGCT 
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CGCGGGCGCGATTCGGCCGACTCGAG 
GCGCCCGCGCTAAGCCGGCTGAGCTC 
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